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(Comparison of EGFR gene mutation detection using Real time PCR based technique by

reducing volume of PCR master mix)
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No.

Sample type

Tumor

Mutation results

Mutation results

percentage (%) (1X) (0.5X)
1 FFPE 30 Wild-type Wild-type
2 FFPE 30 Exon19 Exon19
3 FFPE 90-100 L585R L858R
a4 FFPE 60 Exon20 Exon20
5 FFPE 60 G719X G719X
6 FFPE 15 Wild-type Wild-type
7 FFPE 20 S768I S768I
8 FFPE 20 Exon20 Exon20
9 FFPE 10 Exon19 Exon19
10 FFPE 20 G719X G719X
11 cytoslide 40 Exon19 Exon19
12 FFPE 50 Wild-type Wild-type
13 FFPE 20 L858R L858R
14 FFPE 40 L858R L858R
15 FFPE 30 L858R L858R
16 FFPE 20 S768I S768I
17 FFPE 40 Exon19,T790M Exon19,T790M
18 FFPE 5 Exon19 Exon19
19 cell block 20 L861Q L861Q
20 cell block 30 Wild-type Wild-type
21 FFPE 40 L858R,T790M L858R,T790M
22 FFPE 40 Exon20 Exon20
23 FFPE <100 L858R L858R
24 FFPE 20 G719X G719X
25 FFPE 30 G719X G719X
26 FFPE <100 Exon19 Exon19
27 FFPE 30 Exon20 Exon20
28 cell block 15 Wild-type Wild-type
29 cytoslide 30 Exon19 Exon19
30 FFPE - Exon19,L.858R,T790M  Exon19,L858R,T790M
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0.5X REACTION * 1X REACTION Crosstabulation

1X REACTION
Total
Wild-type  Mutant
Wild-type Count 5 0 5
0.5X REACTION
Mutant Count 0 25 25
Total Count 5 25 30

Symmetric Measures

Asymptotic Approximate  Approximate

Value
Standard Error? T Significance
Measure of
Kappa 1.000 .000 5477 <.001
Agreement
N of Valid
30
Cases
A9eil 3 WiguguiuIumegawasunulun1snsITiasIed senineiouinsguiuis
Usuaningnlunsnageu
3189019 1X REACTION 0.5X REACTION

Srunueteiingals 24 1981 48 e
511181 EGFR Ansie 1 fhoeha 4,445 U 2,222.50 UM
AUNURNIZAIYAENA DNA / 380 / A3 1,314.14 ym
AUNUTI 5,759.14 U™ 3,536.64 U

JRIIAIUINITNTIVIATIEN 8,000 U™ (35U1a) / 10,500 UM (1@Nvu)
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